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bengua disease has become a high risk epidemic in Sri Lanka. Aedes aegypt! is the main
yveclor of the disease. Vectar conltrol is the primary way to prevent dengue as no efficient
Mples are available for the disease. Understanding the dispersal and population structure,
of Ae. aegypli in Sri Lanka would enable effective control strategies to suppress mosquito
ulations. A preliminary study was done to determine the level of variations in
rosatellite loci in Sri Lankan Ae. aegypti populations. Primarily, three Ae. aegypli
ulations from Colomba (n = 15), Jaffna (n = 25) and Batticaloa (n = 10) were studied.
A was extracted from sampled adults and larvae - (reared to adults). PCR amplification
carried out for 9 microsatellite loci, AT1, AGT7, AC1, AGS, AG2, AC2, AC5, AG4 and
with forward primer of each pair fluorescently labeled with HEX or FAM dye. Post PCR
ducts were sent to Macrogen Inc. Korea for genolyping and results were analyzed using
QUINE, version 3.1,

ci except AC5 were polymorphic showing a distinct number of alleles ranging from 2
jta 7 (AG4). As locus ACS failed to amplify consistently it was excluded from the study.
all loci, genetic diversity appeared higher in Jaffna populations. Significant departures
Hardy-Weinberg proportions were observed with several loci (P > 0.05), However, the
for Hardy-Weinberg equilibrium revealed that some loci did not meet the expectations of
‘model. The observed heterozygosity was less than expected heterozygosity in most
indicating an excess of homozygote genotypes at most loci. However, deviation from
Veinberg equilibrium might correspond to heterozygote deficits. Null alleles also
8 apparent heterozygote deficits and mutations in the region may prevent PCR
ation resulting in a helerozygote being scored as a homozygote. This is the first
use microsatellite analysis for assessing the population structure of Ae. aegypi in
ka. However, as this was a preliminary study, requirement exists for further studies on

spatial scales to confirm the population structuring of this mosquilo species in Sri
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